
Our mission is to enable access to experiments in high-through-
put for academic research. Given that most of the scientists are 
no masters in computational biology, it is crucial to present ex-
perimental results in a simple and comprehensible way.

REPORTING

To extract more information from screening data and to create 
more expedient reports for our customers, we use KNIME to 
query freely accessible databases.

DATA MINING

To close the gap between proprietary or freely available image 
analysis tools and subsequent data analytics, the KNIME Image 
Processing extensions emerge as a key tool. Parameters for seg-
mentation and feature extraction can easily and quickly be ad-
justed to optimise object classification.

IMAGE ANALYSIS

To extend the functionality of KNIME and to facilitate recurring 
tasks in our everyday life, we recently started developing our 
own nodes. Our SPARQL Query node allows us to access the se-
mantic web, linked data, and big data projects (e.g. DBpedia 
and ChEMBL) through SPARQL endpoints. Our FastTanimoto 
node allows us to quickly assess chemical fingerprint similarity 
within a list of hits from a screening campaign or in our own 
compound collection of currently 60,000 compounds.

NODE DEVELOPMENT

During a screening campaign, it is crucial to identify systematic 
as well as random errors and to obtain high quality, interpretab-
le data. KNIME provides powerful and flexible nodes for the 
evaluation and visualization of screening data, giving resear-
chers the necessary support in extracting  the actually relevant 
information.

STATISTICS & VISUALIZATION

The FMP core facility »Screening Unit« provides access to biochemical and cell-based high-throughput screening with state of the art 
technologies. Liquid handling and robotics platforms with integrated microplate readers and automated microscopes enable large-scale 
screening campaigns with hundreds of thousands of arrayed single experiments aiming at the identification of active compounds or 
genes that modulate a particular biological process.

WHO WE ARE

A COMPREHENSIVE RESEARCH TOOL
The KNIME Analytics Platform:
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0,15 -5,0 (Excellent) 0,73 -11,8 (Excellent) 36,9% 42,6% 352 24,2%
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