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Topics Posts Status Last Post
Drawing & visualization: Marvin/Sketch View /Space 1635 B404 Open FriJul 09, 2010 2:28 pm
Suppert for MarvinSketch, MarvinView, MarvinSpace, file formats and image generation p bobgr =0
Storage & search: JChem Base [Cartridge FriJul 08, 2010 1:24 pm
Suppoert for JChem Base and JChem Cartridge. 1o 202 Open wvmaltsev =0
Storage & search: Instant JChem 251 2012 Open Mon Jul 12, 2010 8:28 am
Suppert for Instant JChem (Structure database GUI, batch Calculator Plugin processor etc) P tdudgeon =0
Storage & search: Markush search & enumeration 2% 57 Open  ThuJun 17,2010 5:38 pm
Suppert for Markush search & enumeration, in Marvin, JChem Base, JChem Cartridge & Instant JChem P Mora =0
Storage & search: JChem for Excel 77 205 Open Sat Jul 10, 2010 12:10 pm
JChem for Excel support forum P proximity4 =0
Structure based predictions: Calculation Plugins & Chemical Terms 346 1878 Open Mon Jul 12, 2010 1214 pm
Support for structure based prediction/calculations, such as lopP, pKa, tautomers, conformers, etc. P Zsolt 0
Library profiling: Virtual screening, clustering & molecular descriptors Wed Jul 07, 2010 5:46 pm

172 782 Open
Support for Screen & JKlustor adrian =0
Structure manipulation: Canonicalization | standardization 122 35 Open FriJul 09, 2010 9:35 am
Suppert for Standardizer and Structure Checker p Gyuri #0
Structure manipulation: Reactor & Fragmenter Mon Jul 12, 2010 9:35 am
188 1052 Open
Support for Reactor & Fragmenter [uargvas =0
Integration: KNIME 3 . Closed Mon Jul 12, 2010 3:47 am
Suppert for ChemAxon's KNIME (Konstanz Information Winer) nodes tohshima =0
—

Integration: Pipeline Pilot 17 8 Open Frilul 02, 2010 2:28 am
Support for Cl Pipeline Pilot c collection P Szilard »0
Integration: .NET Thu Jan 01, 1970 1:00 am
Suppert for Marvin and JChem .NET APl “0 209 Open =0
Integration: Web Services and AJAX s 205 Open Tue Jul 08, 2010 10:46 am
Suppoert for ChemAxon's JChem Web Services Server, SOAP Interface. Usage from AJAX, Python and other languages P jlee =0
Other: Haming topics & chemicalize.org 2 o4 Open Mon Kar 01, 2010 5:02 pm
Suppoert for name <= structure & the chemicalize.org web service P norci +0
Other: License issues . %8 Open Sat Jul 10, 2010 3:01 am

Suppert for the technical questions related to license handling

wucy =0
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Example workflow 1
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Example workflow 2
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